Genotyping

Genotyping is a useful tool for studying the pathogenesis, epidemiology, and
transmission of Mycobacterium tuberculosis. M. tuberculosis genotyping refers to
laboratory procedures developed to identify M. tuberculosis isolates that are identical in
specific parts of the genome (of similar strain types).

The addition of genotype information to the pool of information generated by surveillance
data and data collected through epidemiologic investigation allow confirmation of
suspected transmission. A potential outbreak should be suspected whenever there is
more than one case of TB whose isolate has the same genotype (genotype cluster).
Further investigation that includes review of surveillance data, chart review, and
reinterview of TB cases may refute or confirm the epidemiologic connection between
more than one TB case. In some instances, a genotype cluster reflects a false-positive
culture that may be a result of laboratory cross-contamination. Routine review of
genotyping data, along with epidemiologic, clinical, and laboratory data, may identify
patients who are wrongly classified as TB patients and should be further investigated.

The Arizona Department of Health Services, TB Control Program reviews ali genotype
results for clusters and contacts the appropriate local health agency or others as
necessary.

For more information on genotyping, see the National Tuberculosis
Controllers Association/Centers for Disease Control and Prevention
Advisory Group on Tuberculosis Genotyping’s Guide to the Application of
Genotyping to Tuberculosis Prevention and Controf (2004) at
hitp://www.cdc.govitb/genotyping/manual.htm .

E‘ All positive M. tuberculosis cultures should be sent to your state pubtic
'1,8 health laboratory for referral to the appropriate national genotyping
laboratory.
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